p<ie-15

A 0. . H B
CTCF CTCF ord i l
1 intergeni
06l + | tergenic
) : 3 . 30%
Qos{ G (62.3%)
0 X E| E . Enhancers
42% 26% 04— 53% Active
' P Promoters
69% 469 b
\ v, % 03 1 1 v 90%
END-seq 027 .
random g £ wu
» o O
ATAC-seq A 8 K
z & ©
w
C D * %k * K % E
0.6 : .
m Observed ! Active promoters
O Expected
§ 0.5 e 081
]
+ 0.4+ c
® 9O 06
O -
— (8]
5 0.3 S
c 0.4+
] L
5 0.2+
©
C ]
0.1 02
0 0 20 p=-0.03
DSB on 1 side DSB on both sides DSB+ DSB- DSB+ DSB- )
of loop of loop CTCF Rad21 8404 . L
*Fisher’s exact test;p<1e-37 G o
F o
=
10k0: MLL \ im0 ¥ 10kb AF4 mm10 E”: 5 1
0'13'% | 44,840,0001 44,845,0001 cr|3rsz 103,815,000 1 103,820,000 1 =
Etoposide Etoposide g
%]
(END-seq) (END-seq) Qo
&
s
& PNy S — NP Y P L-A-_..EZO e hmh e e B WD y
Rad21 x Rad21 1 P
(ChIP-seq) (ChiP-seq) 001 005 05 5 50
‘ Nascent RNA in resting B-cells
N . P 20
Ml Af4 - Q p=-0.002
Kmt2a Aff1 = :
F )10kb ENL mm10, (20 kb ‘) AF9 i mm10 $ 10 4 :
Chqg 56,895,000 56,900,0001 °h1’_‘}5{ 87,780,000 87,790,0001 87,800,000 '_; :
Etoposide Etoposide k) i
(END-seq) (END-seq) S5
| el
E B Y P PRI W TN EAVJA..JLI«_.AAI.MJMM J._.;JA ottt sds et i oiadonn b b ok o
x ‘| Rad21 @'| Rad21 b
(ChIP-seq) (ChIP-seq) o) 2
)\ | :
“5:1'1 I\':\IfthS 0.01 0.0 05 5 50
(10 ) TMPRSS2 0 ( ) ok NUP98 o H Nascent RNA in activated T-cells
chr1:| 97,590,000 97,595,000 1 97,600,001 onr7:1102,165,0001 102,170,000 1021750001 102,180,001 Outside loop Inside loop
Etoposide Etoposide — ;
(END-seq) (END-seq) ] ! | B CTCK(TSS)
L w © ! B END-seq(TSS)
S | @ CTCF(no TSS)
D=2 S T AP ...J b o e o2 bl s ol bt il i sl bbb iams 8 2 |
& 2 "Rad2 * ’ 82" Rad21 - £° 1|7 END-eqnoTSS)
(ChIP-seq) (ChiP-seq) o i
[} 1
o
| | |
B B . e e e L I e T L T T et [ ppererpu g o :
Tmprss2 Nup98 5 | y
8 .
T |
E g -
S o !
z i
- 1
1
g T T T T T
-500 -250 0 500

250
TCF motif (bp)

Figure S3

Distance from C



